A PERIODICAL RECORD OF INVESTIGATIONS 


BEARING ON HEREDITY AND VARIATION 


Founded in 1916 
and published by 


The Genetics Society of America 


VOLUME 132, SEPTEMBER-DECEMBER, 1992 


GENETICS VOLUME 132, SEPTEMBER/DECEMBER, 1992 


SALLY LYMAN ALLEN (1994) 
University of Michigan 


KAREN ARTZT (1993) 
University of Texas, Austin 


Douc.as E. BERG (1993) 
Washington University School of 
Medicine 


Davip BoTSTEIN (1994) 
Stanford University School of 
Medicine 


JOHN E. BoyNnTON (1992) 
Duke University 


ANTHONY H. D. Brown (1994) 
CSIRO Division of Plant Industry 


BENJAMIN (1992) 
Brookhaven National Laboratory 


MARIAN CARLSON (1993) 
Columbia University 


DEBORAH CHARLESWORTH (1994) 
University of Chicago 


PETER CHERBAS (1994) 
Indiana University 


ARTHUR CHOVNICK (1994) 
University of Connecticut 


ANDREW G. CLARK (1994) 
Pennsylvania State University 


THomas W. CLINE (1993) 
University of California, Berkeley 


ROWLAND H. Davis (1993) 
University of California, Irvine 


EDITORIAL BOARD 


JOHN W. DRAKE, Editor 
Chapel Hill, North Carolina 


RoBIN E. DENELL (1992) 
Kansas State University 


NORMAN R. DRINKWATER (1992) 
University of Wisconsin 


WALTER F. EANES (1994) 
State University of New York 


VicToRIA G. FINNERTY (1993) 
Emory University 


MARGARET T. FULLER (1994) 
Stanford University 


ROGER E. GANSCHOw (1992) 
Children’s Hospital Research 
Foundation 


G. BRIAN GOLDING (1994) 
McMaster University 


MAUREEN R. HANSON (1992) 
Cornell University 


ROBERT K. HERMAN (1993) 
University of Minnesota 


WILLIAM G. HILL (1994) 
University of Edinburgh 


ALAN G. HINNEBUSCH (1994) 
National Institutes of Health 


RICHARD R. HUDSON (1992) 
University of California, Irvine 


Nancy A. JENKINS (1992) 
National Cancer Institute 


MARK JOHNSTON (1994) 
Washington University School of 
Medicine 


Journal Production Editor, BILL VINCK 


Editorial Assistant, PAMELA DRAKE 


PUBLISHED AT BALTIMORE, MARYLAND 


by the Genetics Society of America 


Printed by the Waverly Press, Inc., Baltimore 


ELIZABETH JONES (1993) 
Carnegie-Mellon University 


CaTnuy C. LAURIE (1994) 
Duke University 


WEN-HSIUNG LI (1994) 
University of Texas at Houston 


MICHAEL LYNCH (1994) 
University of Oregon 


Trupy F. C. Mackay (1993) 
North Carolina State University 


PATRICIA J. PUKKILA (1992) 
University of North Carolina 


TRUDY SCHUPBACH (1993) 
Princeton University 


WILLIAM F. SHERIDAN (1992) 
University of North Dakota 


MICHAEL J. SIMMONS (1994) 
University of Minnesota 


MONTGOMERY SLATKIN (1994) 
University of California, Berkeley 


GERALD R. SMITH (1992) 
Fred Hutchinson Cancer Center 


STEVEN D. TANKSLEY (1992) 
Cornell University 


ELIZABETH THOMPSON (1992) 
University of Washington 


BRUCE S. WEIR (1992) 
North Carolina State University 


FRED WINSTON (1994) 
Harvard Medical School 


VOLUME CONTENTS 
to Volume 132, September—December, 1992 


AGUADE, MONTSERRAT, NAOHIKO MIYASHITA and CHARLES H. LANGLEY, Polymorphism 
and divergence in the Mst26A male accessory gland gene region in Drosophila 


AKKAYA, MAHINUR S., ARVIND A. BHAGWAT and PERRY B. CREGAN, Length polymor- 
phisms of simple sequence repeat DNA in soybean 


AQUADRO, CHARLES F., ROBERT M. JENNINGS, JR., MOLLY M. BLAND, CATHY C. LAURIE 
and CHARLES H. LANGLEY, Patterns of naturally occurring restriction map variation, 
dopa decarboxylase activity variation and linkage disequilibrium in the DdC gene 
region of Drosophila melanogaster 


ARNASON, EINAR, and Davip M. RAND, Heteroplasmy of short tandem repeats in mito- 
chondrial DNA of Atlantic cod, Gadus morhua 


ASSAAD, FARHAH F., and ETHAN R. SIGNER, Somatic and germinal recombination of a 
direct repeat in Arabidopsis 


BaRRY, EDWARD G., A combination inversion and translocation in Neurospora crassa with 
inviable deficiency progeny that can be rescued in heterokaryons 


BASTEN, CHRISTOPHER J., and TOMOKO OHTA, Simulation study of a multigene family, 
with special reference to the evolution of compensatory advantageous mutations .. . 


Beaty, T. H., V. L. PRENGER, D. G. VirGIL, B. Lewis, P. O. KWITEROVICH and P. S. 
BACHORIK, A genetic model for control of hypertriglyceridemia and apolipoprotein B 
levels in the Johns Hopkins colony of St. Thomas Hospital rabbits 


BisHoP, CLIFTON P., Evidence for intrinsic differences in the formation of chromatin 
domains in Drosophila melanogaster 


BOYNTON, SUSAN, and TIM TULLY, latheo, a new gene involved in associative learning and 
memory in Drosophila melanogaster, identified from P element mutagenesis (corrigen- 


BROWN, J. R., A. T. BECKENBACH and M. J. SMITH, Mitochondrial DNA length variation 
and heteroplasmy in populations of white sturgeon (Acipenser transmontanus) 


BUNCH, THOMAS A., RICHARD SALATINO, MARC C. ENGELSGJERD, LEONA MUKAI, ROBERT 
F. West and Danny L. BRoweR, Characterization of mutation alleles of myospheroid, 
the gene encoding the 6 subunit of the Drosophila PS integrins 


CARULLI, JOHN P., and DANIEL L. HARTL, Variable rates of evolution among Drosophila 
opsin genes 

CAVALLI-SFORZA, L. Luca, Forty years ago in GENETICS: the unorthodox mating behavior 
of bacteria 


Cuiu, M. IsaBEL, THOMAS L. MASON and GERALD R. FINK, HTS1 encodes both the 
cytoplasmic and mitochondrial histidyl-tRNA synthetase of Saccharomyces cerevisiae: 
mutations alter the specificity of compartmentation 


CoLe, Eric S., and PETER J. BRUNS, Uniparental cytogamy: a novel method for bringing 
micronuclear mutations of Tetrahymena into homozygous macronuclear expression 
with precocious sexual maturity 


Crisss, DAvip L., ANGELA M. PATTATUCCI, MARY ANNE PULTZ and THOMAS C. KAUFMAN, 
Ectopic expression of the Drosophila homeotic gene proboscipedia under Antennapedia 
P1 control causes dominant thoracic defects 


CurticcHiA, A. JAMIE, JONATHAN ARNOLD and WILLIAM E. TIMBERLAKE, The use of 
simulated annealing in chromosome reconstruction experiments based on binary 
scoring 

Davip, VIVEK, NANCY L. FOLK and NANCY MaizeELs, Germ line variable regions that 
match hypermutated sequences in genes encoding murine anti-hapten antibodies 


755-770 


1131-1139 


443-452 


211-220 


553-566 


403-412 


247-252 


1095-1104 


1063-1069 


289 


221-228 


519-528 


193-204 


635-637 


987-1001 


1017-1031 


699-711 


591-601 


799-811 


| 


Dear, KEITH B. G., MARCELA SALAZAR, ADA L. M. WATSON, REBECCA S. GELMAN, 
RODERICK BRONSON and EDMOND J. YUNIS, Traits that influence longevity in mice: a 
second look 


DETLOFF, PETER, MICHAEL A. WHITE and THomas D. PETES, Analysis of a gene conversion 
gradient at the HIS4 locus in Saccharomyces cerevisiae 


DorsEY, MICHAEL, CHRISTOPHER PETERSON, KAREN BRAY and CHARLOTTE ELDER PAQUIN, 
Spontaneous amplification of the ADH4 gene in Saccharomyces cerevisiae 

D’SURNEY, STEPHEN J., and RAYMOND A. Popp, Oxygen association-dissociation and 
stability analysis on mouse hemoglobins with mutant a- and 6-globins 


ESTRUCH, FRANCISCO, MICHELLE A. TREITEL, XIAOLU YANG and MARIAN CARLSON, N- 
terminal mutations modulate yeast SNF1 protein kinase function 


FALB, DEAN, JANICE FISCHER and TOM MANIATIS, Rearrangement of upstream regulatory 
elements leads to ectopic expression of the Drosophila mulleri Adh-2 gene 


FATOKUN, CHRISTIAN A., DESIREE I. MENANCIO-HAUTEA, DARIUSH DANESH and NEVIN D. 
YOUNG, Evidence for orthologous seed weight genes in cowpea and mung bean based 
on RFLP mapping 


FOULLEY, JEAN L., Prediction of selection response for threshold dichotomous traits 


Fox, GORDON A., and ALAN HASTINGS, Inferring selective history from multilocus fre- 
quency data: WRIGHT meets the Hamiltonian 


GILCHRIST, ERIN J., and DONALD G. MOERMAN, Mutations in the sup-38 gene of Caenor- 
habditis elegans suppress muscle-attachment defects in unc-52 mutants 


Gtass, N. LouIsE, and LYNN LEE, Isolation of Neurospora crassa A mating type mutants 
by repeat induced point (RIP) mutation 


GOLDSTEIN, DaviD B., Heterozygote advantage and the evolution of a dominant diploid 


HAPPEL, ANNE M., and FRED WINSTON, A mutant tRNA affects 6-mediated transcription 
in Saccharomyces cerevisiae 


HARDING, ROSALIND M., A. J. Boyce and J. B. CLEGG, The evolution of tandemly repetitive 
DNA: recombination rules 


HEDRICK, PHILIP W., Female choice and variation in the major histocompatibility complex 


HOLBECK, SUSAN L., and GERALD R. SMITH, Chi enhances heteroduplex DNA levels during 
recombination 


HOLLINGSWORTH, ROBERT E., JR., RACHEL M. OsTROFF, MICHAEL B. KLEIN, LEE A. 
NISWANDER and ROBERT A. SCLAFANI, Molecular genetic studies of the Cdc7 protein 
kinase and induced mutagenesis in yeast 


Hooper, JOAN E., MANUEL PEREZ-ALONSO, JOHN R. BERMINGHAM, MARY PROUT, BRYAN 


A. ROCKLEIN, MICHAEL WAGENBACH, JAN-ERIK EDSTROM, ROSA DE FRUTOS and 
MATTHEW P. Scott, Comparative studies of Drosophila Antennapedia genes 

HOOVER, KENLEY K., TATIANA I. GERASIMOVA, ANDY J. CHIEN and VICTOR G. CORCEs, 
Dominant effects of suppressor of Hairy-wing mutations on gypsy-induced alleles of 
forked and cut in Drosophila melanogaster 


HOsPITAL, FREDERIC, CLAUDE CHEVALET and PHILIPPE MULSANT, Using markers in gene 
introgression breeding programs 


Hupson, RICHARD R., MONTGOMERY SLATKIN and WAYNE P. MApDISON, Estimation of 
levels of gene flow from DNA sequence data 

HUGHES, AUSTIN L., and MASATOSHI NEI, Models of host-parasite interaction and MHC 
polymorphism 

IvANOv, EvGENY L., VLADIMIR G. KOROLEV and FRANCIS FABRE, XRS2, a DNA repair 
gene of Saccharomyces cerevisiae, is needed for meiotic recombination 


Kapyk, Lisa C., and LELAND H. HARTWELL, Sister chromatids are preferred over homo- 
logs as substrates for recombinational repair in Saccharomyces cerevisiae 


229-239 


113-123 


943-950 


545-551 


639-650 


1071-1079 


841-846 


1187-1194 


277-288 


431-442 


125-133 


1195-1198 


361-374 


847-859 
575-581 


879-891 


453-469 


691-697 


1199-1210 


583-589 


863-864 


651-664 


387-402 


(Cz 
53-62 
| 


KAMBHAMPATI, SRINIVAS, KARAMJIT S. RAI and DAWN M. VERLEYE, Frequencies of 


mitochondrial DNA haplotypes in laboratory cage populations of the mosquito, Aedes 
albopictus 


KARNITZ, LARRY, MICHAEL MORRISON and ELTON T. YOUNG, Identification and charac- 
terization of three genes that affect expression of ADH2 in Saccharomyces cerevisiae 


KARPEN, GARY H., and ALLAN C. SPRADLING, Analysis of subtelomeric heterochromatin 
in the Drosophila minichromosome Dp1187 by single P element insertional mutage- 


KITTEN, TODD, and ALAN G. BARBOUR, The relapsing fever agent Borrelia hermsii has 
multiple copies of its chromosome and linear plasmids 


KNOTT, SARA A., and Curis S. HALEY, Maximum likelihood mapping of quantitative trait 
loci using full-sib families 


KNusT, ELIZABETH, HERBERT SCHRONS, FERDI GRAWE and Jos—E A. CAMPOS-ORTEGA, 
Seven genes of the Enhancer of split complex of Drosophila melanogaster encode helix- 
loop-helix proteins 


KONDRASHOV, ALEXEY S., and MICHAEL TURELLI, Deleterious mutations, apparent stabi- 
lizing selection and the maintenance of quantitative variation 


LABATE, JOANNE, and WALTER F. EANES, Direct measurement of in vivo flux differences 
between electrophoretic variants of G6PD from Drosophila melanogaster 


LAMBERT, IAIN B., ALASDAIR J. E. GORDON, BARRY W. GLICKMAN and DENNIS R. 
McCAaLLa, The influence of local DNA sequence and DNA repair background on the 
mutational specificity of 1-nitroso-8-nitropyrene in Escherichia coli: inferences for 
mutagenic mechanisms 


Leg, YANG-JA, and REED B. WICKNER, and MAK 10, a glucose-repressible gene necessary 
for replication of a dsRNA virus of Saccharomyces cerevisiae, has T cell receptor a- 
subunit motifs 


Li, WEI, ROBERT K. HERMAN and JOCELYN E. SHAw, Analysis of the Caenorhabditis elegans 
axonal guidance and outgrowth gene unc-33 


Lin, YUKANG, KAREN L. LARSON, RUSSELL DORER and GERALD R. SMITH, Meiotically 
induced rec7 and rec8 genes of Schizosaccaromyces pombe 


Liu, HAOPING, JANET KRIZEK and ANTHONY BRETSCHER, Construction of a GAL 1-regu- 
lated yeast cDNA expression library and its application to the identification of genes 
whose overexpression causes lethality in yeast 


Lowe, BRENDA, JULIE MATHERN and SARAH HAKE, Active Mutator elements suppress the 
knotted phenotype and increase recombination at the Kn1-O tandem duplication . . . 


MACKINNON, MARGARET J., and MICHEL A. GEORGES, The effects of selection on linkage 
analysis for quantitative traits 


MALDONADO, RAFAEL, ANDRES GARZON, DENNIS R. DEAN and Josep CasapesUs, Gene 
dosage analysis in Azotobacter vinelandii 


MALVAR, THOMAS, RACHEL W. BIRON, DAviD B. KABACK and CLYDE L. DENIs, The CCR4 
protein from Saccharomyces cerevisiae contains a leucine-rich repeat region which is 
required for its control of ADH2 gene expression 


McKeEEr, Bruce D., LEDARE HABERA and JULIE A. VRANA, Evidence that intergenic spacer 
repeats of Drosophila melanogaster rRNA genes function as X-Y pairing sites in male 
meiosis, and a general model for achiasmatic pairing 


MIYAZAKI, WESLEY Y., and TERRY L. ORR-WEAVER, Sister-chromatid misbehavior in 
Drosophila ord mutants 


MONGOLD, JUDITH A., DNA repair and the evolution of transformation in Haemophilus 
influenzae 


Muse, S. V., and B. S. WEIR, Testing for equality of evolutionary rates 


NELSON, MARY ANNE, and ROBERT L. METZENBERG, Sexual development genes of Neu- 
rospora crassa 


205-209 


351-359 


737-753 


311-324 


1211-1222 


505-518 


603-618 


783-787 


911-927 


87-96 


675-689 


75-85 


665-673 


813-822 


1177-1185 


869-878 


951-962 


529-544 


1047-1061 


893-898 
269-276 


149-162 


NEWMAN, Scott M., ELIZABETH H. HARRIS, ANITA M. JOHNSON, JOHN E. BOYNTON and 
NICHOLAS W. GILLHAM, Nonrandom distribution of chloroplast recombination events 
in Chlamydomonas reinhardtii: evidence for a hotspot and an adjacent cold region 


O’CONNELL, KEVIN F., and RICHARD E. BAKER, Possible cross-regulation of phosphate and 
sulfate metabolism in Saccharomyces cerevisiae 


PALLADINO, FRANCESCA, and HANNAH L. KLEIN, Analysis of mitotic and meiotic defects in 
Saccharomyces cerevisiae SRS2 DNA helicase mutants 


PERIER, FRANCOIS, and JOHN CARBON, A colony color assay for Saccharomyces cerevisiae 
mutants defective in kinetochore structure and function 


Pinto, INES, JONG G. NA, FRED SHERMAN and MICHAEL HAMPSEY, cis- and trans-acting 
suppressors of a translation initiation defect at the cyc] locus of Saccharomyces cerevisiae 


PREAT, THOMAS, Characterization of Suppresor of fused, a complete suppressor of the fused 
segment polarity gene of Drosophila melanogaster 


PRIVAL, MICHAEL J., and THOMAS A. CEBULA, Sequence analysis of mutations arising 
during prolonged starvation of Salmonella typhimurium 


RAND, Davip M., RIPping and RAPping at Berkeley 


REENAN, ROBERT A. G., and RICHARD D. KOLODNER, Characterization of insertion muta- 
tions in the Saccharomyces cerevisiae MSHI and MSH2 genes: evidence for separate 
mitochondrial and nuclear functions 


REENAN, ROBERT A. G., and RICHARD D. KOLODNER, Isolation and characterization of two 
Saccharomyces cerevisiae genes encoding homologs of the bacterial HexA and MutS 
mismatch repair proteins 


SANTIAGO, ENRIQUE, JESUS ALBORNOZ, ANA DOMINGUEZ, MIGUEL A. TORO and CARLOS 
LOPEZ-FANJUL, The distribution of spontaneous mutations on quantitative traits and 
fitness in Drosophila melanogaster 


SAPIENZA, CARMEN, JEAN PAQUETTE, PARDO PANNUNZIO, SUSAN ALBRECHTSON and 


KENNETH MorGaN, The polar-lethal Ovum mutant gene maps to the distal portion of 
mouse chromosome |] 


SAWYER, STANLEY A., and DANIEL L. HARTL, Population genetics of polymorphism and 
divergence 


SCHAEFFER, STEPHEN W., and ELLEN L. MILLER, Estimates of gene flow in Drosophila 
pseudoobscura determined from nucleotide sequence analysis of the alcohol dehydrog- 
enase region 


SCHAEFFER, STEPHEN W., and ELLEN L. MILLER, Molecular population genetics of an 
electrophoretically monomorphic protein in the alcohol dehydrogenase region of 
Drosophila pseudoobscura 


SCHNABEL, ANDREW, and MARJORIE A. ASMUSSEN, Comparative effects of pollen and seed 
migration on the cytonuclear structure of plant populations. II. Paternal cytoplasmic 
inheritance 


SCHOFIELD, MARY ANNE, ROSALLY AGBUNAG and JEFFREY H. MILLER, DNA inversions 
between short inverted repeats in Escherichia coli 


SCHRONS, HERBERT, ELISABETH KNusT and JosE A. CAMPOS-ORTEGA, The Enhancer of 
split complex and adjacent genes in the 96F region of Drosophila melanogaster are 
required for segregation of neural and epidermal progenitor cells 


SCHWEDOCK, JULIE S., and SHARON R. LONG, Rhizobium meliloti genes involved in sulfate 
activation: the two copies of nodPQ and a new locus, saa 


SHEVELYOV, YuRY Y., Copies of a Stellate gene variant are located in the X heterochromatin 
of Drosophila melanogaster and are probably expressed 


SIBLEY, L. DAviID, ALLEN J. LEBLANC, ELMER R. PFEFFERKORN and JOHN C. BOOTHROYD, 
Generation of a restriction fragment length polymorphism linkage map for Toxoplasma 


413-429 


63-73 


23-37 


39-51 


97-112 


725-736 


303-310 


1223-1224 


975-985 


963-973 


771-781 


241-246 


1161-1176 


471-480 


163-178 


253-267 


295-302 


481-503 


899-909 


1033-1037 


1003-1015 


| 


SLADE, ROBERT W., and HAMISH I. MCCALLUM, Overdominant vs. frequency-dependent 
selection at MHC loci 


STAHL, FRANKLIN W., Unicorns revisited 


STEELE, DAVID F., and SUE JINKS-ROBERTSON, An examination of adaptive reversion in 
Saccharomyces cerevisiae 


STEPHAN, WOLFGANG, and SAMUEL J. MITCHELL, Reduced levels of DNA polymorphism 
and fixed between-population differences in the centromeric region of Drosophila 
ananassae 


STEPHAN, WOLFGANG, and CHARLES H. LANGLEY, Evolutionary consequences of DNA 
mismatch inhibited repair opportunity 


STUBER, CHARLES W., STEPHEN E. LINCOLN, DAviID W. WOLFF, TIM HELENTJARIS and 
Eric S. LANDER, Identification of genetic factors contributing to heterosis in a hybrid 
from two elite maize inbred lines 


SWANSON, MICHELE S., and FRED WINSTON, SPT4, SPT5 and SPT6 interactions: effects on 
transcription and viability in Saccharomyces cerevisiae 


TANKSLEY, S. D., M. W. GANAL, J. P. PRINCE, M. C. DE VICENTE, M. W. BONIERBALE, P. 
BROuUN, T. M. FULTON, J. J. GIOVANNONI, S. GRANDILLO, G. B. MARTIN, R. MESSE- 
GUER, J. C. MILLER, L. MILLER, A. H. PATERSON, O. PINEDA, M. S. RODER, R. A. 
WING, W. Wu and N. D. YounNG, High density molecular linkage maps of the tomato 
and potato genomes 


TAYLOR, BARBARA, Differentiation of a male-specific muscle in Drosophila melanogaster 
does not require the sex-determining genes doublesex or intersex 


TEMPLETON, ALAN R., KEITH A. CRANDALL and CHARLES F. SING, A cladistic analysis of 
phenotypic associations with haplotypes inferred from restriction endonuclease map- 
ping and DNA sequence data. III. Cladogram estimation 


TURELLI, MICHAEL, ARY A. HOFFMANN and STEPHEN W. MCKECHNIE, Dynamics of 
cytoplasmic incompatibility and mtDNA variation in natural Drosophila simulans 
populations 


VAN DER LOO, WESSEL, and BERLINDA VERDOODT, Patterns of interallelic divergence at 
the rabbit b-locus of the immunoglobulin light chain constant region are in agreement 
with population genetical evidence for overdominant selection 


VINCENT, ANNETTE, and SUSAN W. LIEBMAN, The yeast omnipotent suppressor SUP46 
encodes a ribosomal protein which is a functional and structural homolog of the 
Escherichia coli S4 ram protein 


WEILER, KAREN S., and JAMES R. BROACH, Donor locus selection during Saccharomyces 
cerevisiae mating type interconversion responds to distant regulatory signals 


WERTMAN, KENNETH F., Davip G. DRUBIN and DAviD BOTSTEIN, Systematic mutational 
analysis of the yeast ACT] gene 


WHITKUS, RICHARD, JOHN DOEBLEY and MICHAEL LEE, Comparative genome mapping of 
sorghum and maize 


Wojras, KATHY M., LAURENCE VON KALM, JONNA R. WEAVER and Davip T. SULLIVAN, 
The evolution of duplicate glyceraldehyde-3-phosphate dehydrogenase genes in Dro- 
sophila 

YANG, D1, and ALAN S. WALDMAN, An examination of the effects of double-strand breaks 
on extrachromosomal recombination in mammalian cells 


ZALLEN, Doris T., and RICHARD M. BuRIAN, On the beginnings of somatic cell hybridi- 
zation: BORIS EPHRUSSI and chromosome transplantation 


ZICKLER, DENISE, PATRICK J. F. MOREAU, ANH DAO HUYNH and ANE-MARIE SLEZEC, 
Correlation between pairing initiation sites, recombination nodules and meiotic recom- 
bination in Sordaria macrospora 


ZINDER, NORTON D., Forty years ago: the discovery of bacterial transduction 


861-862 
865-867 


9-21 


1039-1045 


567-574 


823-839 


325-336 


1141-1160 


179-191 


619-633 


713-723 


1105-1117 


375-386 


929-942 


337-350 


1119-1130 


789-797 


1081-1093 


1-8 


135-148 
291-294 


| 
: 


